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It has come to the attention of the authors that there was an error in the computer code that generated some of the data in
theabovepaper.Ingeneratingthematrices,thestepwherein‘‘valuesoffofthediagonalwerehalved’’wasnotreﬂectedinthe
ﬁnal matrices. We have regenerated the matrices and the statistical analyses after correctly halving the off diagonal values.
None of the conclusions reached in the paper are altered. However, some values in Table 3 and of course, Figure 3, which
shows two of the matrices, are different. The values in Table 5 are unchanged because the DARWIN program was used to
generate the matrices discussed in that table.
Table 3. Summary Statistics for the Six Substitution Matrices.
Matrix
Mutation
Rate
Expected
Value
Off-diagonal
Sum
Diagonal
Sum
D85 0.063 210.02 222886 7 177 6 0.2
O85 0.060 210.16 221776 4 176 6 0.2
D60 0.253 24.54 210036 2 167 6 0.2
O60 0.299 24.33 29876 2 163 6 0.1
D40 0.478 22.36 24776 2 144 6 0.2
O40 0.495 22.33 25596 1 141 6 0.2
FIG.3 .(A) Substitution matrices for ordered (O40, upper) and
disordered (D40, lower) proteins at 40–60% sequence identity. Color
shading indicates probability of substitutions being greater than
expected by chance (blue) or less than expected (red). (B)M a t r i x
showing the difference between D40 and O40. Color shading indicates
greater frequency of substitutions in disorder (blue) or greater
frequency in order (red). In all matrices, residues are ordered from
most order promoting (green) to most disorder promoting (white) as
shown in Radivojac et al. 2007.D ,d i s o r d e r ;O ,o r d e r .
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